GO enrichment of 900 DEGs (padj<0.05, |log2FC|>1)

GO Biological Process

Cytokine-Mediated Signaling Pathway (GO:0019221) - .

Cellular Response To Cytokine Stimulus (GO:0071345) 1 '
Inflammatory Response (GO:0006954) - o
Positive Regulation Of Cytokine Production (GO:0001819) 1 .
Response To Lipopolysaccharide (GO:0032496) - .
Cellular Response To Tumor Necrosis Factor (GO:0071356) o
Cellular Response To Lipopolysaccharide (GO:0071222) o
Positive Regulation Of Intracellular Signal Transduction (G0O:1902533) .
Interferon-Mediated Signaling Pathway (G0:0140888) - o

Cellular Response To Virus (GO:0098586) [ ]

GO Molecular Function

Cytokine Activity (GO:0005125) - ()

Cytokine Receptor Binding (GO:0005126) - o
Chemokine Receptor Binding (GO:0042379)
Receptor Ligand Activity (GO:0048018)
Chemokine Activity (GO:0008009) -
Kinase Binding (G0O:0019900) -
Protein Kinase Binding (GO:0019901) -

Tumor Necrosis Factor Receptor Superfamily Binding (GO:0032813)

GO Cellular Component

Cytoplasmic Side Of Plasma Membrane (GO:0009898)
Anaphase-Promoting Complex (GO:0005680)

Cyclin-Dependent Protein Kinase Holoenzyme Complex (GO:0000307)
CD40 Receptor Complex (GO:0035631)

Lytic Vacuole (GO:0000323) -

Serine/Threonine Protein Kinase Complex (G0O:1902554) 4

Membrane Raft (GO:0045121)
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