
Up
(n=567)

Down
(n=333)

Fatty Acid Transport (GO:0015908)

Secondary Alcohol Biosynthetic Process (GO:1902653)

Sterol Biosynthetic Process (GO:0016126)

Regulation Of Mitotic Cell Cycle (GO:0007346)

Regulation Of Cyclin-Dependent Protein Serine/Threonine Kinase

Cholesterol Biosynthetic Process (GO:0006695)

Regulation Of Protein Serine/Threonine Kinase Activity (GO:0071900)

DNA Replication (GO:0006260)

Regulation Of Cyclin-Dependent Protein Kinase Activity (GO:1904029)

DNA-templated DNA Replication (GO:0006261)

Regulation Of I-kappaB kinase/NF-kappaB Signaling (GO:0043122)

Interferon-Mediated Signaling Pathway (GO:0140888)

Cellular Response To Virus (GO:0098586)

Response To Lipopolysaccharide (GO:0032496)

Cellular Response To Lipopolysaccharide (GO:0071222)

Cellular Response To Tumor Necrosis Factor (GO:0071356)

Positive Regulation Of Cytokine Production (GO:0001819)

Inflammatory Response (GO:0006954)

Cellular Response To Cytokine Stimulus (GO:0071345)

Cytokine-Mediated Signaling Pathway (GO:0019221)
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GO BP enrichment: up- vs down-regulated genes (top 10 each)
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